	Table 1. Comparison of microRNA expression characteristics in foci of endometriosis and control groups [0 1]

	MicroRNA
	The studied tissues
	The phase of the menstrual cycle
	Researchers

	
	The Core Group (n)
	Control group(N)
	 

	miR-15 b, miR-16, miR-17-5 p,miR-20 a, m iR-21, miR-125 a,miR-221 andmiR-222
	endometriomas

(N = 41) 
endometrium

(N = 41)
	Endometrium

(N = 38)
	F / S
	[11]

	miR -191
	Endometriomas

(N = 12)
	Healthy ovaries

(N = 12)
	unknown
	[1 2]

	miR -451
	peritoneal lesions and endometriomas

(N = 43) 
Endometrium

(N = 30)
	-
	F / S
	[1 3]

	miR -23a andmiR -23b
	Endometriomas

(N = 23) 
Endometrium

(N = 23)
	Endometrium

(N = 15)
	unknown
	[1 4]

	miR -29 a, miR-29 b and miR-29 c
	Peritoneal lesions -

(N = 20) 
Endometrium

(N = 20)
	Endometrium

(N = 10)
	P
	[1 5]

	miR -143, miR-145
	Endometriomas

(N = 22) 
Endometrium

(N = 13)
	Endometrium

(N = 22)
	F / S
	[1 6]

	Note: P - proliferative phase of the menstrual cycle, C - secretory phase of the menstrual cycle.


